The complicated nature of small molecules continues to frustrate the 4-decade-old field of metabolomics, limiting it to "emerging field" status even to the present day. In contrast to genomics, there is very little common ground in terms of chemical structure. Even compared to proteomics, the diversity is astounding when one considers the xenobiotic origins of a great proportion of an organism's metabolome. Nevertheless, a few main techniques for assessment of the metabolome stand out, and *Methodologies for Metabolomics* focuses on innovations of the two major analytical approaches: mass spectrometry (MS) and nuclear magnetic resonance (NMR) spectroscopy.

*Methodologies for Metabolomics* is a detailed read that targets students and researchers, with chapters dedicated to sample extraction and purification, analytics, and data processing. The basics of MS and NMR and the organizational pipelines common to metabolomics are introduced in Part I's chapters. Part II focuses on MS-based approaches. Parts III-IV deal with NMR-based approaches.

Within the techniques outlined in each chapter, the depth of coverage varies from general overviews to well-outlined protocols. Examples of methodologies include ion mobility MS, which separates ions both by size and charge (Chapter 9), and hyperpolarized NMR, which alters the spin state of protons and greatly increases sensitivity (Chapter 21). Overall, significant attention is spent on lipids, a particularly difficult class of metabolites to purify and detect. One weakness of this text is a relative dearth of approaches that focus on non-human tissues. Plant and microbe-specific metabolomes are rich in metabolic diversity, and a greater focus could subsequently lead to more diverse sets of methodologies than the current emphasis on human disease.

Although many of the techniques found in *Methodologies for Metabolomics* have existed for decades, the potential for their application in biological systems --- particularly in vivo --- is only starting to be realized. It is from these angles that this text provides a suitable resource for exploring many of the cutting-edge innovations in an ever-growing area of molecular biology.
